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Calculus, Linear algebra

One homework every other week
Research Project + Oral Presentation
Homework 40%; Final 60%

Thanks to the breath-taking technology development, current biological
investigators can generate huge amount of data in a short time. This
ever-increasing data generation capability has driven statistical analysis of
these high-throughput data becoming more and more important in
biological researches. In this class, we aim to expose students with
classical statistical methods as well as recently developed methods for
analyzing modern high-throughput biological data. The major topics of
the class are listed below.

1. Classical statistical methods including hypothesis testing,
regression analysis, clustering/classification analysis, survival
analysis and Bayesian analysis

2. High-dimensional biological data analysis including multiple
testing, model selection and dimension reduction

3. High-throughput sequencing (HTS) data analysis including
sequence alignment, genomic variation detection with HTS data,
CHiP-seq data analysis and RNA-seq data analysis



