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UCSC Human Gene Sorter

genome Human

sort by Gene Distance

assembly Mar. 2006 (NCBI36/hg18) ~ search uc004dmz.1

- ’ configure ” filter (now off) ]display 50
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& onF == = o = BLASTP
# |Name VisiGene|T TS G g 5 w 5wz g. 2 En? E-Value|Genome PositionDescription

55565855858 825857
1 |SYP 76937 | 5e-130 |chrX 48937407 |synaptophysin
2 prickLE3 (126068 | n'a chrX 48,924 285  |LIM domain only 6
3 [PLP2 76455 [ nla chrX 48,916,799  |proteolipid protein 2 (colonic
4 [cacnatr 174590 [ n'a chrX 48,962,622 |calcium channel, voliage-dependent, L type,
s macx 179636 | n'a chrX 48 908452 |MAGI family member, X-linked isoform a
6 ccoc22 185157 | n'a chrX 48 986 613  |coiled-coil domain containing 22
7 [FOXP3 1762 nla chrX 49,001,036 [forkhead box P3 isoform a
8 |[GPKOW ln/a T e n'a chrX 48,862,156 |G patch domain and KOW motifs
9 |PPPIR3F |179945 n'a chr¥ 49,022,141 |protein phosphatase 1, regulatory (inhibitor)
10WDR45 (35149 n'a chrX 48 821,772 |WD repeat domain 45 isoform 2
11|PRAF2 175866 nla chrX 48,817,184 |PRAI domain family, member 2
12|GAGEL0  |n/a nla chrX 49,055,162 |G antigen 10
13|AK001937 |n/a n'a chrX 48,807,010 |Homo sapiens cDNA FLI11075 fis, clone PLACE1005046.
14/CCDC120 |185158 n'a chrX 48 808,957 |coiled-coil domain containing 120
15TFE3 39053 nla chrX 48,779,560 |transcription factor E3
16/GRIPAP1 30802 n'a chrX 48,729 348 |GRIP1 associated protein 1 isoform 1
17K N A2197 nla rhr¥ 48 708 3IRQ  Inntacemmm vnltage_oated rhannel Shal-related
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MNZ549
struct column
P*KFM P I—%1, hgNeart (4% L BE 45 ¥y */
{

I* BT B AR B s >/

struct column *next; /*HEF I~ —51*/
char *name; Py%, M EAE*
char *shortLabel;  /*#lkp%*/

char *shortLabel;  /*#I$ik*/

I BaRr Rl
void (*cellPrint)(struct column *col, struct genePaos *gp, struct sqlConnection *conn);
PAEHTMLA ST ENZA K — A B ITHs*/

void (*labelPrint)(struct column *col);

P AERRZEAT AT ENAR 2>/

void (*filterControls)(struct column *col, struct sqlConnection *conn);

PeFT BN 0 P Th IR AR 2

struct genePos *(*advFilter)(struct column *col, struct sqlConnection *conn)
13 R e 2 o s s R 8 B AN )

= F I LA B A #3& (Lookup table) fd I >/
char *table;/* <% (associated table) )44 7-*/

char *keyField;/* B ) Genel D7 Bt */

char *valField;/*J<#3% F1 K Value - B>/

PR T BRETRAN S F B, SREERIE A W B/
char *queryFull; /%3 [B] P4 51 B/ 1) A 1)/
char *queryOne;/*25 5 58, i [BIMEAH JCAH 1 2 >/
char *invQueryOne;/* 45 & B, 1 [FI{ELAH JC 88 1 2 v/
¥
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olumnDb.ra

name proteinName

shortLable UniProt

longLable UniProt (SwissProt/TrEMBL) Protein Display ID
priority 2.1

visibility off

type association kgXref

queryFull select kglD, spDisplaylD from kgXref

gueryOne select spDisplaylD, spID from kgXref where kglD = ‘%s’
invQueryOne select kglD from kgXref where spDisplayID = ‘%s’
search fuzzy

itemUrl http://us.expasy.org/cgi-bin/niceprot.pl?%s

name proteinAcc

shortLable UniProt Acc

longLable UniProt (SwissProt/TrEMBL) Protein Accession
priority 2.15

visibility off

type lookup kgXref kglD splD

search exact

itemUrl http://us.expasy.org/cgi-bin/niceprot.pl?%s

name refSeq

shortLable RefSeq

longLable NCBI RefSeq Gene Accession

prirority 2.2

visibility off

Type lookup knowToRefSeq name value

search exact

itemUrl http://www.ncbi.nlm.nih.gov/entrez/query.

fcgi?cmd=Search&db=Nucleotide&term=%s&doptcmdl=GenBank&tool=genome.ucsc.edu
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genePes*wildAssociationFilter(

struct sqlConnection *conn, struct genePos *list)
1% 5 g VG BC T8 BC AT 51 3% h AT AR — T SRR+

{

[*F5 5k H2gene ID5r 41/

struct assocGroup *ag = assocGroupNew(16);

struct sqlResult *sr = sqlGetResult(conn, col->queryFull);

char **row;

while ((row = sqlNextRow(sr)) '= NULL)
assocGroupAdd(ag, row[0], row[1]);

sglFreeResult(&sr);

1*FHRULEC [ eI e AT 1783t passHash & H1 . */

struct hash *passHash = newHash(16); /*Ia Ay, T ARA7IE o i & i 3 5 */

struct genePos *gp;
for (gp = list; gp '= NULL; gp = gp->next)
{
char *key = (col->protKey ? gp->protein : gp->name);
struct assocL.ist *al = hashFindVal(ag->listHash, key);
if (al '= NULL)
{
if (wildMatchRefs(wildList, al-> list, orLogic))
hashAdd(passHash, gp->name, gp);
}

}
PRI IEBIRR, FHEREE, R
list = weedUnlesslInhash(list, passHash);
hashFree(&passHash);
assocGroupFree(&ag);
return list;

}

201046 H 2 H 8I+1484) 00801069 %k k&

ame *wildList, boolean orLogic, struct column *col,

19



BT 32 75 T 50 o 38 AR R B9 5 33
o XA HELIAE A I ER AL .

o g/ E R

201046 H 2 H 8I+1484) 00801069 %k & 20



